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2001 -2003: MSc Biochemistry, University of agricultural sciences, Bangalore, India
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2018 — . Lecturer at the Queen Mary University of London, UK
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2004 —2009: PhD Student with Prof. MRS Rao, JNCASR, Bangalore, India.
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e PROFESIONAL TRAINING
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2019 —2022: MRC New Investigator award £973,000
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2012 - 2013: Medical Research Council - Centenary award of £50,000
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2018 Young Investigators in chromatin and epigenetics field, Utrecht, Netherlands
2018 The University of Sheffield, Biomedical Science seminar, Sheffield, UK
2016 BRC genomics seminar series, Imperial College London, UK
2016 University of Bristol, Biomedical Science seminar, Bristol, UK
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2014 Wellcome trust centre for gene regulation and expression, Dundee UK
2014 Faculty of life sciences, University Manchester, UK
2012 The Asian forum of chromosome and chromatin biology, Hyderabad, India

e Oral presentations at international meetings
2017 Epigenomics of common diseases, Cambridge UK
2017 London chromatin club, UK
2017 Non-Coding RNA: Recent Insights into the Mechanisms of Action, Edinburgh, UK
2016 GRC chromatin structure and function, Les Diablerets, Switzerland
2015 ncRNAs: Exploring technologies to uncover new functions, Cambridge, UK
2010 Chromatin Assembly and Inheritance Symposium, Munich, Germany
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